. Lysosomes from ML fraction of liver homogenates (see Figure 11 ) incubated for 4 hr at pH 5.0 with 4 mM 13-NADP In this fraction reaction product is localized specifically to lysosomes (L). Note that the deposits appear more diffuse compared to the in situ preparations ( Figures  2 and 3) , and that NADPase-positive "tails" can be identified at the periphery of some of these isolated lysosomes. M, mitochondria (arrowhead).
Original magnification
x 46,000. Bar = 0.5 pm. SMITh, PAIEMENT, BERGERON Figure 5 . Stack of saccules from the Golgi apparatus of an intact hepatocyte incubated for 4 hr at pH 5.0 with 4 mM f3-NADP; lead aspartate block staining. In this field the heaviest and most uniform deposits appear localized within the fourth and fifth saccules counted from the cis face (Si 
Results

Distribution ofAcid NADPase
Activity two or three saccules forming the medial-to-trans region of the Golgi stack .
In some sections the medial saccule showed lighter and more diffuse deposits as compared to the adjacent NADPasc-positive and TPPasc-positivc ( Figure  7 ) saccules at the trans aspect of the stack (Figures 5 and 8 compared to 9 and 10). Faint deposits of reaction product were also seen occasionally within the lumina of saccules at the cis aspect of the stack ( Figure   10 In each figure the third, fourth, and fifth saccules are noticeably reactive. In Figure 8 the trans-most saccule shows focal distensions and fenestrations (lower middle); elements of the GERL system are not present in this plane of section.
In Figure 9 the trans-most saccule appears flattened and intimately associated with NADPase-positive elements of the GERL system. In Figure  10 the trans-most saccule also appears to be flattened and arching around a lipoprotein-containing, NADPase-positive granule, probably a component ofthe GERL system. Traces of reaction product also appear scattered along the lumina of the second and first saccule of this stack (small arrows). ER, endoplasmic reticulum; M, mitochondria.
Original magnification x 49,000. Bars = 0.2 pm. and other fractions isolated by a one-step method ( 13 ). Essentially no reaction product was found, however, in Golgi saccules ( Figure   13 ).
Spotty deposits were seen in focal areas of the GERL system, and diffuse deposits were evident in the nuclei of many hepatocytes ( Figure  13 ).
2'-AMP, 3'-AMP, 5'-CMP, f3-GP. Liver sections incubated with these molecules showed reaction product poorly localized to any structure other than components of the GERL and lysosomal The fractions are as follows: fraction 1 , the material banding at the air/sucrose interface; fraction 2, the portion of the gradient above the visible band corresponding to the intact Golgi fraction; fraction 3 (IG). the intact Golgi fraction; fraction 4, the portion of the gradient between the intact Golgi fraction and the load zone; fraction 5, the interface of the load zone; fraction 6, the load zone; fraction 7 (P), the pellet. " k' 
%. %4'
-': :-1"ij- Figure  2 ). However, the intensity of staining in these structures was greater than that typical for components of the GERL system in cytochemical localizations of NADPase activity (see, for example, Figure 9 ). Moreover, serial sections did not 7 and 9) or, conversely, it seemed to bend or "peel" from the stack ( Figures  5-7) . Occasionally, focal regions of the trans-most saccule appeared distended and fenestrated in a manner more typical ofthe GERL system (Figure 8) . Golgi fields were encountered where five saccules were present but a GEM. system appeared to be absent ( Figure  5 ), and vice versa ( Figures  7 and 9) . Similar inconsistencies on a sectional basis have been noted by other workers (10, 24, 28, 32, 33 
